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~-14B11 + Phage —14B11 Figure 5: Screening of Potentially Phage PC7 Resistant 14B11 Transposon Mutants. After screening the 14B11

transposon mutant library, 7 mutants showed potentially interesting growth patterns. These 7 were grown and exposed to
phage for a further 3 trials. Finally, all three trials were averaged, and a growth curve was generated of the bacteria

Identify phage resistant mutants
Figure 4: Growth Curve of WT 14B11 During Phage PC7

Exposure. P. clororaphis strain 14B11 introduced into 200 uL of 550 1ated with phage PC7 (A). DD3 was found to grow after phage PC7 inoculation in all three trials (B). Positive control
LB media on a 96 well plate and grown for 1.2 hours before is WT 14B11 inoculated with phage PC7 and negative control is WT 14B11 without inoculation of phage. DD3 was chosen
being exposed to 10 pL phage PC7 for a period ot 6 hours. over other strains such as VG12 and VB2 as it was the only strain to show consistent growth after the 2 hours mark
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