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Conclusions and Future Directions
RNA-Binding proteins are associated with many neurodegenerative Western Blots Antibody binding on nitracelluloss -Nab2 does not rescue tau-induced degeneration of the mushroom bodies.
diseases, including ZC3H14, which modulates tau aggregations and membrane -Tau and Nab2 overexpression do not affect mMRNA and protein levels of ChAT and AChE.
causes neuronal death when overexpressed. However, Nab2 _ i i - - -
| p 3. Visualizing ChAT-GFP neurons Nab2 may not be a potential candidate to address cholinergic degeneration.
overexpression lowers tau levels.
»Analyze the degree of cholinergic degeneration in mushroom bodies via single-cell RNA sequencing.
Goals > ' »Clarify the exact connections between tau and Nab2.
| &) ! »Using older flies with severe degeneration to investigate changes in ChAT and AChE expression.

Does tau contribute to early cholinergic degeneration in AD by
affecting ChAT mRNA and protein levels”? Can Nab2 reverse
these changes and prevent cholinergic degeneration?

»Validate Nab2 and tau overexpression.
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